In the title molecule, C 20 H 22 N 2 O 4 S, the pyrimidine ring is in a flattened half-chair conformation and the 3-methoxyphenyl substituent is in an axial arrangement. The thiazole ring forms a dihedral angle of 81.3 (1) with the benzene ring. In the crystal, weak C-HÁ Á ÁS interactions link molecules into chains along [001]. In addition, there are -interactions between inversion-related thiazole rings with a centroid-centroid distance of 3.529 (2) Å . The ethyl group was refined as disordered over two sets of sites with an occupancy ratio of 0.52 (3):0.48 (2). 
For pharmacological and biological properties of pyrimidine derivatives, see: Alam et al. (2010a,b) . For the therapeutic potential of thiazolopyrimidine derivatives, see: Zhi et al. Table 1 Hydrogen-bond geometry (Å , ) . group adopts a syn periplanar conformation with respect to the C5-H5 bond of the pyrimidine ring. The pyrimidine ring is in a flattened half chair conformation with atoms N1 and C5 displaced by -0.082 (3) and 0.189 (4)Å, respectively from the mean plane of the other four atoms (N2/C6/C7/C9). The 3-methoxy phenyl substituent bonded to atom C5 is in an axial position. The ethyl group was refined as disordered over two sets of sites with an occupancy ratio of 0.52 (3):0.48 (2). The bond lengths and angles in the title compound are in good agreement with the corresponding bond distances and angles reported in closely related structures (Nagarajaiah et al., 2012; Jotani et al., 2010) . In the crystal, weak C-H···S interactions link molecules into chains along [001] (Fig. 2 ). In addition, there are π···π interactions between inversion related thiazole rings with a centroid-centroid distance of 3.529 (2) Å.
S2. Experimental
A mixture of 4-(3-methoxy-phenyl)-6-methyl-2-thioxo-1,2,3,4-tetrahydro-pyrimidine-5-carboxylic acid ethyl ester (10 mmol) and 3-chloro-2,4-pentanedione (10 mmol) was refluxed in dry ethanol (20 mmol) for 12 h. The excess of solvent was distilled off and the solid hydrochloride salt that separated was collected by filtration, suspended in water and neutralized by aqueous sodium carbonate solution to yield the free base. The solution was filtered, the solid washed with water, dried and recrystallized from ethyl acetate to give the title compound (76% yield, mp 380 K). The compound was recrystallized by slow evaporation from 1:1 mixture of ethyl acetate and methanol , yielding pale-yellow single crystals suitable for X-ray diffraction studies.
S3. Refinement
The H atoms were placed at calculated positions in the riding-model approximation with C-H = 0.95° A, 1.00 Å and 0.96 Å for aromatic, methyne and methyl H-atoms respectively, with U iso (H) = 1.5U eq (C) for methyl H atoms and U iso (H) = 1.2U eq (C) for other hydrogen atoms.
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Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. H atoms are presented as small spheres of arbitrary radius. The primed atoms indicate the disorder. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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